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Formation of a-synuclein amyloid fibrils is a pathological hallmark of Parkinson’s disease and a phenomenon
that is strongly modulated by environmental factors. Here, we compared effects of different monovalent cations
(Li*, Na™, K™) on the formation and properties of a-synuclein amyloid fibrils. Na* > Li* were found to have
concentration-dependent catalytic effects on primary nucleation whereas K* ions acted inhibitory. We discuss

salt .. . . . . . . . R
Sodium this discrepancy in terms of a superior affinity of Na™ and Li" to carboxylic protein groups, resulting in reduced
Potassium Columbic repulsion and by considering K* as an ion with poor protein binding and slight chaotropic character,

which could promote random coil protein structure. K* ions, furthermore, appeared to lower the p-sheet content
of the fibrils and increase their persistence lengths, the latter we interpret as a consequence of lesser ion binding
and hence higher line charge of the fibrils. The finding that Na™ and K* have opposite effects on a-synuclein
aggregation is intriguing in relation to the significant transient gradients of these ions across axonal membranes,
but also important for the design and interpretation of biophysical assays where buffers containing these

monovalent cations have been intermixedly used.

1. Introduction

a-synuclein (a-syn) is a 14 kDa, intrinsically disordered protein that
forms amyloid fibril inclusions as part of the pathology of several
neurodegenerative disorders including Parkinson’s disease [1], multiple
system atrophy [2], and Lewy body dementia [3]. The physiological
functions of a-syn are not entirely known, nor are the underlying reasons
for its aggregation in disease. a-syn is normally localized mostly to nerve
terminals [4] where it appears involved in the regulation of synaptic
vesicles [5]. The nerve terminal experiences significant ion fluxes,
including action potential driven transmembrane regulations of
Na*/K*, and influx of Ca®" that triggers synaptic vesicle fusion and
neurotransmitter release [6]. Whilst Ca®" ions have been explored as
modulators of a-syn interactions and aggregation [7], and ionic strength
affects its in vitro aggregation rate [8,9], possible differences in the ef-
fects of Na™ and K ions have not been explored. In fact, chloride salts of
these monovalent cations have been used seemingly intermixedly in
many in vitro studies [10], even though it is widely recognized that
amyloid formation is highly sensitive to environmental conditions. For
example, recent cryo-EM studies have identified disease-specific a-syn
fibril polymorphs from post-mortem brain samples [11]. Different in
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vitro prepared a-syn fibrils can furthermore have distinct biological ef-
fects with respect to, for example, seeding [12], prion-like propagation
[13], and pathological effect [14]. This underscores the importance of
understanding how different environmental conditions modulate a-syn
aggregation.

This biophysical study explores the effects of different monovalent
cations on a-syn amyloid formation. a-syn is a highly charged protein
(15 basic and 24 acidic residues, net charge —9 at neutral pH). The
charge is unevenly distributed rendering the N-terminus (residues
1-60), positive, the central region (residues 61-95) largely hydrophobic
and the C-terminus (residues 96-140) negatively charged. The C-ter-
minus contributes to monomer solubility [15], modulates aggregation
[16], and can coordinate various metal ions [7], including alkali metals
[17]. Electrostatic interactions are generally important for amyloid fibril
formation [16]. For highly charged, intrinsically disordered proteins,
like a-syn, Coulombic charge-charge repulsion within the polypeptide
chain can disfavour both folding and aggregation [8]. Salt ions can
neutralize this electrostatic repulsion and favour monomer-monomer as
well as monomer-fibril interactions, either indirectly by Debye-Hiickel
screening or via charge-altering specific and non-specific ion in-
teractions with the polypeptide chain [8]. The rate of a-syn aggregation
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[8], and other amyloidogenic proteins [18] typically increases with
increasing salt. The magnitudes of electrostatic effects appear to depend
on salt type and not merely ionic strength; Debye-Hiickel screening has
therefore been ruled out as a major effector of protein aggregation [8,
18]. Salt can also modulate protein aggregation by indirect influence on
protein solubility. Low salt typically keeps proteins soluble by creating a
hydration shell [19], whereas high salt reduces protein solubility by
breaking this hydration shell by a ‘salting out’ effect [20]. The relative
effect of different salts on the solubility of proteins has been described by
the Hofmeister series [21]. Both protein-ion interactions (which reduce
Columbic repulsion) and Hofmeister effects have been suggested to
modulate amyloid formation [8,18]. However, comparative studies with
different salts have largely focused on the effect of different anions [8,
18] or higher valency cations [16].

We systematically studied the salt dependence of a-syn fibril for-
mation. We compared effects of equimolar concentrations sodium
(Na™), potassium (K), and lithium (Li™) chloride salts on the aggrega-
tion kinetics and monomer-fibril equilibrium at the aggregation end-
point, as well as on the morphology, clustering propensity, and persis-
tence lengths of the resulting fibrils. We report significant differences in
the aggregation modulatory effect of the three ions, primarily related to
the kinetics of the de novo formation of aggregates from monomers
(primary nucleation). Notably, Na* (and to a lesser extent Li") ions
accelerate primary nucleation whereas K ions retard this process and
hence appear to be aggregation protective. Moreover, K™ ions decreased
the pB-sheet content and increased the persistence length of fibrils
compared to Li” and Na™. We discuss our results in terms of binding
affinity differences of the cations to a-syn and to chaotropic behaviours
of K*. Our study contributes to current understanding of a-syn aggre-
gation biophysics, pinpoints differential modulation of physiologically
relevant cations and highlights the importance of carefully selecting
experimental conditions for biophysical studies.

2. Methodology
2.1. Expression and purification of monomeric a-syn

a-syn was recombinantly expressed in BL21(DE3)pLysS E.coli and
purified by acid precipitation, ion exchange and size exclusion chro-
matography (SEC) [22]. Monomeric a-syn fractions (Fig. S1) were ali-
quoted and stored at —80 °C.

2.2. Kinetic analysis of amyloid fibril formation

Aggregation kinetics was monitored by thioflavin-T (ThT) fluores-
cence in a BMG Labtech FLUOstar® Omega microplate reader with
bottom optics and appropriate filters. SEC (Superdex®75 10/300 col-
umn) monomerized o-syn (50 pM, 20 mM Tris-HCl, pH 7.4) was
distributed in Corning® 96-well microplates (#3881), together with
LiCl, NaCl, or KCI and 20 pM ThT. One 2-mm glass bead was added per
well to facilitate fibril formation [23]. The plates were incubated at
37 °C, using 200 rpm orbital shaking. Reaction half times, lag times
(time taken to reach 10% of ThTpax), and growth times (time taken to
reach from 10 to 90% of ThT,.x) were extracted from the kinetic curves.

2.3. Residual monomer concentration

End-point samples from the plates were centrifuged to pellet fibrils
(30 min, 14,000 rpm, Eppendorf® 5430R centrifuge). The residual a-syn
concentrations in the supernatants were determined by absorption (e259
= 5960 M~! em™?, Cary 4000 UV-Vis spectrophotometer). The super-
natants were confirmed free of amyloid fibrils by absence of ThT emis-
sion, using a Cary Eclipse fluorimeter (440 nm excitation).
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2.4. Circular dichroism (CD) spectroscopy

CD spectra were recorded on aggregation end-point samples (diluted
1:9 in 20 mM Tris-HCI, pH 7.4 buffer without salt to reduce background)
using an Applied Photophysics Chirascan instrument. Three spectra
were recorded and averaged prior to subtraction of appropriate blanks.

2.5. Atomic force microscopy (AFM)

The end-point CD samples were diluted 1:2 with MQ water, depos-
ited onto freshly cleaved mica and allowed to settle (10 min). The mica
was rinsed (10X, MQ water) and dried. AFM images (10x10 pm,
256x256-pixel) were recorded on an NT-MDT NTEGRA Prima instru-
ment using tapping mode (0.5 Hz scan frequency) and a NSGO1 gold-
coated single crystal silicon probe (Resonant frequency ~150 kHz,
force constant ~5.1 N/m). Images were processed in Gwyddion [24] and
analysed using Easyworm [25].

3. Results

3.1. Aggregation kinetics of a-synuclein as function of salt type and
concentration

The aggregation kinetics of monomeric a-syn (Fig. S1) were moni-
tored by ThT fluorescence in buffers with different chloride salts (LiCl,
NacCl, KCI). Except for KCl, the kinetics increased with ionic strength, in
accord with previous reports [16] and as further depicted in Fig. S2
(where the kinetic curves are grouped by salt type). The three different
cations have distinct modulatory effects on a-syn aggregation despite
having the same charge. At low salt (50 mM) KCl promotes the fastest
aggregation and NaCl the slowest (Fig. 1a). With increasing salt con-
centration this trend is gradually reversed (Fig. 1b-f). For LiCl, the ki-
netic curves are generally intermediate, and the ionic strength
dependence is low. The observed effects do not follow the Hofmeister
series for cations or differences in their atomic radii.

3.2. Analysis of the aggregation kinetic curves

The kinetic curves in Fig. 1 and for a-syn aggregation without salt
(20 mM Tris-HCI buffer) (Fig. S3) were further analysed by extracting
lag times, half times, and growth times (Fig. 2). This depicts more clearly
the effect of the cations across the different phases of a-syn aggregation.
The major differences arise in the lag phase (Fig. 2a), which is domi-
nated by primary nucleation (formation of new aggregates from
monomers). Statistical testing (one-way ANOVA) showed that both
cation type and concentration had significant effects (Tables S4-7). The
lag time decreased with increasing NaCl or LiCl concentration, whereas
the opposite trend was observed with KCl (Fig. 2a). By contrast, there
was no significant effect of cation type or salt concentration on the
growth phase (Fig. 2¢, Tables S8-11), which is dominated by fibril
elongation and secondary nucleation.

3.3. Effect of salt on the monomer-fibril equilibrium

Residual monomers and fibrils at the aggregation reaction end-point
were separated by centrifugation and the monomer content in the su-
pernatant was determined by absorption (Fig. 3a, Fig. S12). Absence of
amyloid fibrils in the supernatant was confirmed by lack of ThT fluo-
rescence (Fig. 3b). The residual monomer concentration was appreciable
(20-40% of the initially added monomer) (Fig. 3c) suggesting that the
conversion into fibrils (Fig. 3d) was ineffective compared to for example
amyloid-p where fibril yields are typically >90% [26]. The fibril yields
were independent of cation type, but increased significantly with
increasing salt, indicating that the monomer-fibril equilibrium depends
on ionic strength. The fibril yield largely correlated with measured
p-sheet content in the aggregation end-point samples(Fig. 3e, Fig. S12).
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Fig. 1. o-syn aggregation kinetics in different salt solutions. (A-F) ThT monitored aggregation kinetics of 50 pM a-syn (37 °C, pH 7.4, 20 mM Tris-HCI, 200 rpm
orbital shaking) with different chloride salts (LiCl, NaCl, KCl) and salt concentrations (n = 3).
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Fig. 2. (A) Lag times (B) half times, and (C) growth times of a-syn aggregation under the conditions assayed in Fig. 1 and defined as described in Materials and
Methods. Data for 0 mM salt was included as comparison. Error bars represent SD (N = 2; n = 3).

The p-sheet content was, however, slightly higher in presence of LiCl and
NaCl compared to KCl, in accord with reports of secondary structure
stabilizing versus destabilizing effects of kosmotropic (Li* > Na™) and
chaotropic (K™) ions [27].

3.4. Morphology of a-syn fibrils

Fibril morphology was analysed by AFM (Fig. 4a—c, Fig. S13). Cation-
specific differences in fibril clustering (lateral association) were
observed; NaCl induced more clustering than KCI. The cation type and
salt concentration did not affect a-syn fibril length (Fig. 4d), presumably
because of shaking which promotes fibril fragmentation in proportion to
the applied force [28]. However, a-syn fibrils formed in KCl buffer had
longer persistence lengths (Fig. 4e), as also apparent from comparison of
the degree of horizontal alignment of the analysed fibrils along their
initial tangents (Fig. 4d-f).

4. Discussion
Protein aggregation is highly sensitive to a variety of environmental

conditions, whose fine-tuning may control the great diversity and
disease-specificity of amyloid fibril structures that have been identified
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in post-mortem brain samples. Salt is a simplistic factor that can have
substantial and rather complex effects on amyloid formation. Whilst it is
widely recognized that different anions [8] and multivalent cations [16]
can have distinct modulatory power and that electrostatic effects on
protein aggregation are thus more complex than predicted by Debye--
Hiickel screening [8,18], differences between monovalent cations have
so far not been well explored or assumed to be marginal.

We report that Na* and Li" speed up a-syn aggregation in a salt
concentration dependent manner (Figs. 1 and 2b), consistent with pre-
viously reported effects of different anions on a-syn aggregation [8], and
of salt on other amyloidogenic proteins such as amyloid-p [18,29],
glucagon [30], and f2-microglobulin [31]. This agrees with the idea that
charge neutralisation and reduction of Columbic repulsion promotes
aggregation [8]. However, K ions had opposite effect, retarding a-syn
fibrillation. This has been previously observed for a-syn at low pH [9],
Sup35 [32], and amyloidogenic proteins that contain specific coordi-
nation sites for multivalent transition metal ions such as amyloid-p [33,
34] and the prion protein [35].

Our data suggest that monovalent cations primarily differ in their
modulation of the lag time of a-syn aggregation (Fig. 2a). Hence, they
appear to act differently on primary nucleation. Ions may either interact
directly with a polypeptide or affect its solubility and surrounding water
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Fig. 3. Effect of salt on fibril yield and secondary structure. (A) Representative absorption spectra of a-syn in NaCl supernatants following centrifugal fibril sedi-
mentation. (B) Representative ThT spectra of different supernatants (0 mM or 50 mM of the indicated salt) relative to a fibril reference sample (C,D) Residual
monomer (C) and fibril (D) concentration measured based on supernatant absorption. The starting monomer concentration (M) was 50 pM. (E) Circular dichroism
(CD) at 218 nm as indication of p-sheet content in non-centrifuged end-point samples. (C-E) Data shown for 0 mM or 50-300 mM (50 mM increments) of the different

salts. Error bars represent SD (N = 2, n = 3).
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Fig. 4. Effect of salt on the morphology of a-syn amyloid fibrils. (A-C) Representative AFM images of fibrils formed in 100 mM (A) LiCl, (B) NaCl, (C) KCl. (D-E)
Contour lengths (D) and persistence lengths (E) of a-syn fibrils formed in 0 mM or 50-300 mM (50 mM increments) of the different salts. Error bars represent SD (n =

200). (F-H) Horizontal alignment of the analysed fibrils along their initial tangent.

structure (so-called Hofmeister effects [36]). a-syn, is expected to bind
cations due to its net negative charge. Interestingly, Aziz et al. have
reported that the affinity between monovalent cations and carboxylate
to decrease in the sequence Nat > Li* » K* [37], with K" ions having a
much weaker affinity [37,38]. The differences have been ascribed to size
matching between the cation and carboxylate, but also to the empirical
law of matching water affinities, which states that ions have a tendency
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to associate with counterions or ionic groups that possess similar hy-
dration enthalpies [39]. In our case, this suggests that Na* > Li ™ binds
to monomeric o-syn and catalyses oligomerisation by reducing
Columbic repulsion, whereas the affinity of K" may be too weak to
exhibit this effect. Further, intrinsically disordered proteins have been
reported to adopt more condensed and structured conformational states
in presence of salts, due to the apparent increase in hydrophobicity that
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accompanies charge reduction [8,16,40]. It has even been suggested
that a-syn must adopt a compact state to aggregate [40]. Furthermore,
kosmotropic ions can decrease random coil and increase f-sheet content
of proteins [41], which could contribute to explain why Li* and Na*
facilitate amyloid formation. The nucleation inhibitory salt dependence
with K™ may instead be understood if one considers the suggestion of
Yeh et al. that ions with chaotropic behaviour thermodynamically sta-
bilize unfolded states, possibly by hydration effects [32]. Notably,
Gaspar et al. observed a similar anomalous salt dependence of a-syn
aggregation with NaCl at pH 5.5 [9]. This could be due to reduced af-
finity between Nat and carboxylate at low pH [38]. The discrepancy
relative to our work furthermore illustrates the high sensitivity of
ion-dependent effects. In conclusion, we suggest that the differences
between Na'/Li" and K" relate to differences in binding affinity to
carboxylic groups, presumably in the C-terminus of a-syn where acidic
residues are abundant, but that kosmotropic and chaotropic effects also
contribute and become particularly significant for K™ due to its low af-
finity. We could not observe any effects of cation type or salt concen-
tration on the a-syn aggregation growth time (Fig. 2c¢), even though
other studies report that both fibril elongation and secondary nucleation
may depend on salt [8,18]. This could be explained by the use of shaking
[23], which introduces fibril fragmentation in proportion to the applied
force [28]. However, we did observe a major increase in growth time
(reduction in growth rate) at low (50 mM) salt (Fig. 2¢). Similar effects
were observed with p2-microglobulin and different Na-salts [31,42],
whereas the opposite was observed for glucagon [30]. The
aggregation-reducing effect has been described to depend critically on
the balance between hydrophobic and hydrophilic forces and a
threshold between low salt and high salt regimes. Notably, the nature of
the cation (Li*, Na* or K1) did not affect fibril yields (Fig. 3d) and hence
the thermodynamic equilibrium between monomers and fibrils. Most
previous studies on the effect of salt, have focused on kinetic effects
[18], or used ThT intensity as an indicator of fibril yield [43]. The latter
is inherently unreliable due to fibril structure dependent photophysics
and binding affinity of the dye [44], which is, additionally, charged and
therefore affected by electrostatics. Our observations suggest that
Debye-Hiickel screening may contribute to the colloidal stability of fi-
brils, even though it is unimportant for the kinetics of fibril assembly.
We also note that K™ ions have some specific effects on the resulting
a-syn fibrils, including a minor decrease in $-sheet content (Fig. 3e), an
increase in persistence length (Fig. 4e-h) and reduced clustering
(Fig. 4c) compared to Li* and Na™. Salt specific effects on fibril structure
have previously been observed for a variety of proteins including Ap40
[18], glucagon [30] and Py-microglobulin [31]. Furthermore, high
charge density generally increases the persistence length of polymers.
Along these lines, a study conducted on various succinylated and
methylated ovalbumin fibrils [45] confirmed that high protein net
charge resulted in rigid fibrils and that these have lesser tendency to
form clusters. These effects agrees well with our data on a-syn fibrils in
presence of K*, and supports the idea of a low binding affinity of this
cation.

In conclusion, this study shows that physiologically abundant cations
(Na' and K*) have distinct and opposing effects on the kinetics of a-syn
aggregation, and on the rigidity and clustering potential of the resulting
fibrils. This demonstrates the importance of carefully considering buffer
and salt choices for in vitro studies. Our results may also have implica-
tions for the current understanding of a-syn’s in vivo aggregation, which
occurs in intracellular locations where K* is the dominant monovalent
cation, but where neuronal activity may expose a-syn to transient Na*
gradients which may, according to our results, trigger nucleation.
Moreover, the finding that different monovalent cations have distinct
effects on fibril clustering may be relevant for our understanding of how
a-syn fibrils associate into Lewy bodies.

35

Biochemical and Biophysical Research Communications 679 (2023) 31-36
Declaration of competing interest

The authors declare that they have no known competing financial
interests or personal relationships that could have appeared to influence
the work reported in this paper.

Acknowledgements

This work was supported by grants to E.K.E from the Swedish
research council (grant no. 2020-05303) and the Knut and Alice Wal-
lenberg academy fellow program (grant no 2019.0238).

Appendix A. Supplementary data

Supplementary data to this article can be found online at https://doi.
org/10.1016/j.bbrc.2023.08.061.

References

[1] M.G. Spillantini, M.L. Schmidt, V.M. Lee, J.Q. Trojanowski, R. Jakes, M. Goedert,
Alpha-synuclein in Lewy bodies, Nature 388 (1997) 839-840, https://doi.org/
10.1038/42166.

M. Schweighauser, Y. Shi, A. Tarutani, F. Kametani, A.G. Murzin, B. Ghetti,

T. Matsubara, T. Tomita, T. Ando, K. Hasegawa, S. Murayama, M. Yoshida,

M. Hasegawa, S.H.W. Scheres, M. Goedert, Structures of alpha-synuclein filaments
from multiple system atrophy, Nature 585 (2020) 464-469, https://doi.org/
10.1038/541586-020-2317-6.

J.P. Taylor, I.G. McKeith, D.J. Burn, B.F. Boeve, D. Weintraub, C. Bamford, L.

M. Allan, A.J. Thomas, J.T. O’Brien, New evidence on the management of Lewy
body dementia, Lancet Neurol. 19 (2020) 157-169, https://doi.org/10.1016/
S$1474-4422(19)30153-X.

L. Maroteaux, J.T. Campanelli, R.H. Scheller, Synuclein: a neuron-specific protein
localized to the nucleus and presynaptic nerve terminal, J. Neurosci. 8 (1988)
2804-2815, https://doi.org/10.1523/JNEUROSCI.08-08-02804.1988.

S. Bellani, V.L. Sousa, G. Ronzitti, F. Valtorta, J. Meldolesi, E. Chieregatti, The
regulation of synaptic function by alpha-synuclein, Commun. Integr. Biol. 3 (2010)
106-109, https://doi.org/10.4161/cib.3.2.10964.

J. Rettig, C. Heinemann, U. Ashery, Z.H. Sheng, C.T. Yokoyama, W.A. Catterall,
E. Neher, Alteration of Ca2+ dependence of neurotransmitter release by disruption
of Ca2+ channel/syntaxin interaction, J. Neurosci. 17 (1997) 6647-6656, https://
doi.org/10.1523/JNEUROSCI.17-17-06647.1997.

J. Lautenschlager, A.D. Stephens, G. Fusco, F. Strohl, N. Curry, M. Zacharopoulou,
C.H. Michel, R. Laine, N. Nespovitaya, M. Fantham, D. Pinotsi, W. Zago, P. Fraser,
A. Tandon, P. St George-Hyslop, E. Rees, J.J. Phillips, A. De Simone, C.F. Kaminski,
G.S.K. Schierle, C-terminal calcium binding of alpha-synuclein modulates synaptic
vesicle interaction, Nat. Commun. 9 (2018) 712, https://doi.org/10.1038/541467-
018-03111-4.

L.A. Munishkina, J. Henriques, V.N. Uversky, A.L. Fink, Role of protein-water
interactions and electrostatics in alpha-synuclein fibril formation, Biochemistry 43
(2004) 3289-3300, https://doi.org/10.1021/bi034938r.

R. Gaspar, M. Lund, E. Sparr, S. Linse, Anomalous salt dependence reveals an
interplay of attractive and repulsive electrostatic interactions in a-synuclein fibril
formation, QRB Discovery 1 (2020) e2, https://doi.org/10.1017/qrd.2020.7.

R. Guerrero-Ferreira, N.M. Taylor, A.A. Arteni, P. Kumari, D. Mona, P. Ringler,
M. Britschgi, M.E. Lauer, A. Makky, J. Verasdonck, R. Riek, R. Melki, B.H. Meier,
A. Bockmann, L. Bousset, H. Stahlberg, Two new polymorphic structures of human
full-length alpha-synuclein fibrils solved by cryo-electron microscopy, Elife 8
(2019), e48907, https://doi.org/10.7554/eLife.48907.

Y. Yang, Y. Shi, M. Schweighauser, X. Zhang, A. Kotecha, A.G. Murzin, H.

J. Garringer, P.W. Cullinane, Y. Saito, T. Foroud, T.T. Warner, K. Hasegawa,

R. Vidal, S. Murayama, T. Revesz, B. Ghetti, M. Hasegawa, T. Lashley, S.H.

W. Scheres, M. Goedert, Structures of alpha-synuclein filaments from human brains
with Lewy pathology, Nature 610 (2022) 791-795, https://doi.org/10.1038/
s41586-022-05319-3.

A.N. Shrivastava, L. Bousset, M. Renner, V. Redeker, J. Savistchenko, A. Triller,
R. Melki, Differential membrane binding and seeding of distinct alpha-synuclein
fibrillar polymorphs, Biophys. J. 118 (2020) 1301-1320, https://doi.org/10.1016/
j.bpj.2020.01.022.

S. Gribaudo, P. Tixador, L. Bousset, A. Fenyi, P. Lino, R. Melki, J.M. Peyrin, A.

L. Perrier, Propagation of alpha-synuclein strains within human reconstructed
neuronal network, Stem Cell Rep. 12 (2019) 230-244, https://doi.org/10.1016/j.
stemcr.2018.12.007.

W. Peelaerts, L. Bousset, A. Van der Perren, A. Moskalyuk, R. Pulizzi, M. Giugliano,
C. Van den Haute, R. Melki, V. Baekelandt, alpha-Synuclein strains cause distinct
synucleinopathies after local and systemic administration, Nature 522 (2015)
340-344, https://doi.org/10.1038/nature14547.

I.M. van der Wateren, T.P. Knowles, A.K. Buell, C.M. Dobson, C. Galvagnion, C-
terminal truncation of a-synuclein promotes amyloid fibril amplification at
physiological pH, Chem. Sci. 9 (2018) 5506-5516, https://doi.org/10.1039/
¢8sc01109e.

[2]

[3]

[4]

[5]

[6]

[71

[8]

[91

[10]

[11]

[12]

[13]

[14]

[15]


https://doi.org/10.1016/j.bbrc.2023.08.061
https://doi.org/10.1016/j.bbrc.2023.08.061
https://doi.org/10.1038/42166
https://doi.org/10.1038/42166
https://doi.org/10.1038/s41586-020-2317-6
https://doi.org/10.1038/s41586-020-2317-6
https://doi.org/10.1016/S1474-4422(19)30153-X
https://doi.org/10.1016/S1474-4422(19)30153-X
https://doi.org/10.1523/JNEUROSCI.08-08-02804.1988
https://doi.org/10.4161/cib.3.2.10964
https://doi.org/10.1523/JNEUROSCI.17-17-06647.1997
https://doi.org/10.1523/JNEUROSCI.17-17-06647.1997
https://doi.org/10.1038/s41467-018-03111-4
https://doi.org/10.1038/s41467-018-03111-4
https://doi.org/10.1021/bi034938r
https://doi.org/10.1017/qrd.2020.7
https://doi.org/10.7554/eLife.48907
https://doi.org/10.1038/s41586-022-05319-3
https://doi.org/10.1038/s41586-022-05319-3
https://doi.org/10.1016/j.bpj.2020.01.022
https://doi.org/10.1016/j.bpj.2020.01.022
https://doi.org/10.1016/j.stemcr.2018.12.007
https://doi.org/10.1016/j.stemcr.2018.12.007
https://doi.org/10.1038/nature14547
https://doi.org/10.1039/c8sc01109e
https://doi.org/10.1039/c8sc01109e

F. Havemeister et al.

[16]

[17]

[18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

[26]

[27]

[28]

[29]

[30]

V.N. Uversky, J. Li, A.L. Fink, Metal-triggered structural transformations,
aggregation, and fibrillation of human a-synuclein: a possible molecular link
between Parkinson’ s disease and heavy metal exposure, J. Biol. Chem. 276 (2001)
44284-44296, hitps://doi.org/10.1074/jbe.M105343200.

R. Moons, A. Konijnenberg, C. Mensch, R. Van Elzen, C. Johannessen, S. Maudsley,
A.M. Lambeir, F. Sobott, Metal ions shape alpha-synuclein, Sci. Rep. 10 (2020),
16293, https://doi.org/10.1038/s41598-020-73207-9.

K. Klement, K. Wieligmann, J. Meinhardt, P. Hortschansky, W. Richter,

M. Fandrich, Effect of different salt ions on the propensity of aggregation and on
the structure of Alzheimer’s abeta(1-40) amyloid fibrils, J. Mol. Biol. 373 (2007)
1321-1333, https://doi.org/10.1016/j.jmb.2007.08.068.

T. Arakawa, S.N. Timasheff, Mechanism of protein salting in and salting out by
divalent cation salts: balance between hydration and salt binding, Biochemistry 23
(1984) 5912-5923, https://doi.org/10.1021/bi00320a004.

R. Zangi, Can salting-in/salting-out ions be classified as chaotropes/kosmotropes?
J. Phys. Chem. B 114 (2010) 643-650, https://doi.org/10.1021/jp909034c.

H.L Okur, J. Hladilkov4, K.B. Rembert, Y. Cho, J. Heyda, J. Dzubiella, P.S. Cremer,
P. Jungwirth, Beyond the Hofmeister series: ion-specific effects on proteins and
their biological functions, J. Phys. Chem. B 121 (2017) 1997-2014, https://doi.
org/10.1021/acs.jpcb.6b10797.

A.D. Stephens, D. Matak-Vinkovic, A. Fernandez-Villegas, G.S. Kaminski Schierle,
Purification of recombinant alpha-synuclein: a comparison of commonly used
protocols, Biochemistry 59 (2020) 4563-4572, https://doi.org/10.1021/acs.
biochem.0c00725.

S.K. Sharma, E. Chorell, P. Steneberg, E. Vernersson-Lindahl, H. Edlund,

P. Wittung-Stafshede, Insulin-degrading enzyme prevents alpha-synuclein fibril
formation in a nonproteolytical manner, Sci. Rep. 5 (2015), 12531, https://doi.
org/10.1038/srep12531.

D. Necas, P. Klapetek, Gwyddion: an open-source software for SPM data analysis,
Open Phys. 10 (2012) 181-188.

G. Lamour, J.B. Kirkegaard, H. Li, T.P. Knowles, J. Gsponer, Easyworm: an open-
source software tool to determine the mechanical properties of worm-like chains,
Source Code Biol. Med. 9 (2014) 16, https://doi.org/10.1186/1751-0473-9-16.
D.J. Lindberg, A. Wenger, E. Sundin, E. Wesen, F. Westerlund, E.K. Esbjorner,
Binding of thioflavin-T to amyloid fibrils leads to fluorescence self-quenching and
fibril compaction, Biochemistry 56 (2017) 2170-2174, https://doi.org/10.1021/
acs.biochem.7b00035.

D. Usoltsev, V. Sitnikova, A. Kajava, M. Uspenskaya, FTIR spectroscopy study of
the secondary structure changes in human serum albumin and trypsin under
neutral salts, Biomolecules 10 (2020) 606, https://doi.org/10.3390/
biom10040606.

S.I. Cohen, S. Linse, L.M. Luheshi, E. Hellstrand, D.A. White, L. Rajah, D.E. Otzen,
M. Vendruscolo, C.M. Dobson, T.P. Knowles, Proliferation of amyloid-beta42
aggregates occurs through a secondary nucleation mechanism, Proc. Natl. Acad.
Sci. USA 110 (2013) 9758-9763, https://doi.org/10.1073/pnas.1218402110.
D.J. Lindberg, E.K. Esbjorner, Detection of amyloid-beta fibrils using the DNA-
intercalating dye YOYO-1: binding mode and fibril formation kinetics, Biochem.
Biophys. Res. Commun. 469 (2016) 313-318, https://doi.org/10.1016/j.
bbrc.2015.11.051.

J.S. Pedersen, J.M. Flink, D. Dikov, D.E. Otzen, Sulfates dramatically stabilize a
salt-dependent type of glucagon fibrils, Biophys. J. 90 (2006) 4181-4194, https://
doi.org/10.1529/biophysj.105.070912.

36

[31]

[32]

[33]

[34]

[35]

[36]

[37]

[38]

[39]

[40]

[41]

[42]

[43]

[44]

[45]

Biochemical and Biophysical Research Communications 679 (2023) 31-36

B. Raman, E. Chatani, M. Kihara, T. Ban, M. Sakai, K. Hasegawa, H. Naiki, C.

M. Rao, Y. Goto, Critical balance of electrostatic and hydrophobic interactions is
required for p2-microglobulin amyloid fibril growth and stability, Biochemistry 44
(2005) 1288-1299, https://doi.org/10.1021/bi048029t.

V. Yeh, J.M. Broering, A. Romanyuk, B. Chen, Y.O. Chernoff, A.S. Bommarius, The
Hofmeister effect on amyloid formation using yeast prion protein, Protein Sci. 19
(2010) 47-56, https://doi.org/10.1002/pro.281.

K. Suzuki, T. Miura, H. Takeuchi, Inhibitory effect of copper(II) on zinc(II)-induced
aggregation of amyloid beta-peptide, Biochem. Biophys. Res. Commun. 285 (2001)
991-996, https://doi.org/10.1006/bbrc.2001.5263.

N. Sasanian, D. Bernson, I. Horvath, P. Wittung-Stafshede, E.K. Esbjorner, Redox-
dependent copper ion modulation of amyloid-beta (1-42) aggregation in vitro,
Biomolecules 10 (2020) 924, https://doi.org/10.3390/biom10060924.

0.V. Bocharova, L. Breydo, V.V. Salnikov, 1.V. Baskakov, Copper (II) inhibits in
vitro conversion of prion protein into amyloid fibrils, Biochemistry 44 (2005)
6776-6787, https://doi.org/10.1021/bi050251q.

K.D. Collins, M.W. Washabaugh, The Hofmeister effect and the behaviour of water
at interfaces, Q. Rev. Biophys. 18 (1985) 323-422, https://doi.org/10.1017/
s0033583500005369.

E.F. Aziz, N. Ottosson, S. Eisebitt, W. Eberhardt, B. Jagoda-Cwiklik, R. Vacha,

P. Jungwirth, B. Winter, Cation-specific interactions with carboxylate in amino
acid and acetate aqueous solutions: X-ray absorption and ab initio calculations,
J. Phys. Chem. B 112 (2008) 12567-12570, https://doi.org/10.1021/jp805177v.
N. Schwierz, D. Horinek, R.R. Netz, Specific ion binding to carboxylic surface
groups and the pH dependence of the Hofmeister series, Langmuir 31 (2015)
215-225, https://doi.org/10.1021/1a503813d.

K.D. Collins, G.W. Neilson, J.E. Enderby, lons in water: characterizing the forces
that control chemical processes and biological structure, Biophys. Chem. 128
(2007) 95-104, https://doi.org/10.1016/j.bpc.2007.03.009.

V.N. Uversky, J. Li, A.L. Fink, Evidence for a partially folded intermediate in alpha-
synuclein fibril formation, J. Biol. Chem. 276 (2001) 10737-10744, https://doi.
org/10.1074/jbc.M010907200.

A.M. Grant, M.C. Krecker, M.K. Gupta, P.B. Dennis, M.G. Crosby, V.V. Tsukruk,
Marine structural protein stability induced by hofmeister salt annealing and
enzymatic cross-linking, ACS Biomater. Sci. Eng. 6 (2020) 5519-5526, https://doi.
org/10.1021/acsbiomaterials.0c00791.

Y. Goto, M. Adachi, H. Muta, M. So, Salt-induced formations of partially folded
intermediates and amyloid fibrils suggests a common underlying mechanism,
Biophys. Rev. 10 (2018) 493-502, https://doi.org/10.1007/512551-017-0370-7.
C. Xue, T.Y. Lin, D. Chang, Z. Guo, Thioflavin T as an amyloid dye: fibril
quantification, optimal concentration and effect on aggregation, R. Soc. Open Sci. 4
(2017), 160696, https://doi.org/10.1098/r50s.160696.

D.J. Lindberg, M.S. Wranne, M.G. Gatty, F. Westerlund, E.K. Esbjorner, Steady-
state and time-resolved Thioflavin-T fluorescence can report on morphological
differences in amyloid fibrils formed by Ap (1-40) and A (1-42), Biochem.
Biophys. Res. Commun. 458 (2015) 418-423, https://doi.org/10.1016/j.
bbrc.2015.01.132.

M. Weijers, K. Broersen, P.A. Barneveld, M.A. Cohen Stuart, R.J. Hamer, H.H. De
Jongh, R.W. Visschers, Net charge affects morphology and visual properties of
ovalbumin aggregates, Biomacromolecules 9 (2008) 3165-3172, https://doi.org/
10.1021/bm800751e.


https://doi.org/10.1074/jbc.M105343200
https://doi.org/10.1038/s41598-020-73207-9
https://doi.org/10.1016/j.jmb.2007.08.068
https://doi.org/10.1021/bi00320a004
https://doi.org/10.1021/jp909034c
https://doi.org/10.1021/acs.jpcb.6b10797
https://doi.org/10.1021/acs.jpcb.6b10797
https://doi.org/10.1021/acs.biochem.0c00725
https://doi.org/10.1021/acs.biochem.0c00725
https://doi.org/10.1038/srep12531
https://doi.org/10.1038/srep12531
http://refhub.elsevier.com/S0006-291X(23)01019-7/sref24
http://refhub.elsevier.com/S0006-291X(23)01019-7/sref24
https://doi.org/10.1186/1751-0473-9-16
https://doi.org/10.1021/acs.biochem.7b00035
https://doi.org/10.1021/acs.biochem.7b00035
https://doi.org/10.3390/biom10040606
https://doi.org/10.3390/biom10040606
https://doi.org/10.1073/pnas.1218402110
https://doi.org/10.1016/j.bbrc.2015.11.051
https://doi.org/10.1016/j.bbrc.2015.11.051
https://doi.org/10.1529/biophysj.105.070912
https://doi.org/10.1529/biophysj.105.070912
https://doi.org/10.1021/bi048029t
https://doi.org/10.1002/pro.281
https://doi.org/10.1006/bbrc.2001.5263
https://doi.org/10.3390/biom10060924
https://doi.org/10.1021/bi050251q
https://doi.org/10.1017/s0033583500005369
https://doi.org/10.1017/s0033583500005369
https://doi.org/10.1021/jp805177v
https://doi.org/10.1021/la503813d
https://doi.org/10.1016/j.bpc.2007.03.009
https://doi.org/10.1074/jbc.M010907200
https://doi.org/10.1074/jbc.M010907200
https://doi.org/10.1021/acsbiomaterials.0c00791
https://doi.org/10.1021/acsbiomaterials.0c00791
https://doi.org/10.1007/s12551-017-0370-7
https://doi.org/10.1098/rsos.160696
https://doi.org/10.1016/j.bbrc.2015.01.132
https://doi.org/10.1016/j.bbrc.2015.01.132
https://doi.org/10.1021/bm800751e
https://doi.org/10.1021/bm800751e

	Monovalent cations have different effects on the assembly kinetics and morphology of α-synuclein amyloid fibrils
	1 Introduction
	2 Methodology
	2.1 Expression and purification of monomeric α-syn
	2.2 Kinetic analysis of amyloid fibril formation
	2.3 Residual monomer concentration
	2.4 Circular dichroism (CD) spectroscopy
	2.5 Atomic force microscopy (AFM)

	3 Results
	3.1 Aggregation kinetics of α-synuclein as function of salt type and concentration
	3.2 Analysis of the aggregation kinetic curves
	3.3 Effect of salt on the monomer-fibril equilibrium
	3.4 Morphology of α-syn fibrils

	4 Discussion
	Declaration of competing interest
	Acknowledgements
	Appendix A Supplementary data
	References


